System components

Figures: DSSP plots
In the DSSP matrices (Figures 2 to 6 ), each square represents the structure assignment of a particular residue at an instance in time. Blue coloured squares represent residues in an α-helical conformation; mauve represents residues in a π-helix conformation;
grey represents residues in a 3 10 -helix conformation; black represents residues in an isolated ß•bridge conformation; green represents residues in a bend; yellow represents residues in a hydrogen bonded turn; and, white represents residues that have adopted an undefined structure.
Supplementary and DPPE. The reference points for the radial distribution are K6 for the cytoplasmic leaflet and K29 for the luminal leaflet. 
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